
E20 - AXIOM Platform 
Leader : Laurent Debrauwer 

Research & Developments : 
- Metabolomics: integrated NMR–MS platform for enlarging and enriching metabolomic data in the frame of studies 
aimed at characterizing the impact of contaminants on global metabolism and metabolic networks.  
- Aldehydomics: innovative targeted metabolomics approaches for tracking oxidative stress markers. 
-  Adductomics: development of leading edge analytical methodologies for the characterization of macromolecule 
modifications (protein or DNA) by reactive xenobiotic metabolites as markers of exposure and /or toxicity. 
-  Lipidomics: global analysis of lipids in biological samples by NMR. 
-  Xeno-metabolomics : non targeted multi-residue detection of contaminant / metabolites mixtures (exposomics). 
-  Metabolism: development of analytical tools to study metabolites of food contaminants and endocrine disruptors.  

Collaborations : LABERCA (Nantes), ICSN-CNRS (Gif-sur-Yvette), EI-Purpan (Toulouse), Univ. P & M Curie (Paris), INRA-Theix. 
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Analytical methods and services for the study of food contaminants, their fate and their effects  
 Analysis, structural identification, and synthesis of metabolites of xenobiotics and endocrine disruptors.  

 Quantitative determination of food contaminants, metabolites or biomarkers at the trace level in complex matrices.  
 Untargeted metabolomics studies by high resolution mass spectrometry and NMR of biological samples.  

 Spectrometric data generation and treatment for the modeling of metabolic networks.  
 NMR fingerprinting of biological fluids or tissular extracts and associated statistical data analyses proposed as a complete service. 

 Training and access to instruments opened to the scientific community. 
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